Population structures of the red fox (Vulpes vulpes) on the Hokkaido Island, Japan, revealed by microsatellite analysis.
In order to examine the population structures of the red fox (Vulpes vulpes) on the Hokkaido Island in Japan, we conducted analysis on 250 foxes from all over the island for 12 microsatellite loci. Assignment tests using the genotype data set showed that they were divided into 6 subpopulations. Of the 6, one was geographically isolated in the southern region and considered definitive subpopulation, whereas the other 5 were not. The slight differences among the latter 5 subpopulations were explained by the high adaptability and long dispersal of the red fox on the Hokkaido Island. Although there are few ecological data to explain the genetic differentiation of the southern population, we have proposed some hypotheses from the present ecological and geohistorical viewpoints. One convincing reason from the ecological viewpoint is the restriction of gene flow to southern Hokkaido from other areas due to geographical isolation resulting from the land shape. The other explanation is the geohistorical division of southern Hokkaido from other regions on the island during the last interglacial age, resulting in the isolation of the fox population.